Relative Abundance

Top 29 species bar plot Species
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Actinomyces israelii
Actinomyces israelii_nov_94.882%
Actinomyces israelii_nov_96.825%

Actinomyces naeslundii

Actinomyces sp._ HMT_169
Actinomyces sp._HMT_170
Actinomyces sp._ HMT_448
Arachnia rubra
Bacteroidales_G-2 bacterium_HMT_274
Capnocytophaga sputigena
Corynebacterium durum
Corynebacterium matruchotii
Fusobacterium nucleatum
Haemophilus parainfluenzae
Lautropia mirabilis
Leptotrichia wadei

Neisseria perflava

Other: < 12%

Peptidiphaga sp._HMT_183
Ralstonia sp._ HMT_406

Rothia dentocariosa

Saccharibacteria_(TM7)_G-1 bacterium_HMT_349
Sphingomonas hankookensis_nov_97.685%
Streptococcus cristatus_clade_578

Streptococcus gordonii

Streptococcus oralis_subsp._tigurinus_clade_071

Streptococcus sanguinis

Streptococcus sp._ HMT_064

Veillonella dispar_parvula
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